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Abstract. Breast milk-derived probiotics possess development and utilization advantage due to their
safety and adaptability to human environment. The isolation, screening, and development of lactic
acid bacteria in breast milk have become research hotspots in the dairy and lactic acid bacteria
industry. Domestic and foreign scholars have carried out a lot of studies on the isolation and
identification of lactic acid bacteria in breast milk, as well as the screening and functional evaluation
of probiotics. Delving into the probiotic properties of lactic acid bacteria in breast milk and exploring
their potential in industrial applications will propel the high-quality development of China's lactic
acid bacteria industry. This review summarizes the advances in research on the diversity of lactic acid
bacteria in breast milk and the screening, development, and utilization of probiotics, aiming to
provide insights into understanding the diversity of lactic acid bacteria in breast milk and the research
on probiotics derived from breast milk.
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Fig. 1 Changes and forecast of probiotic market size in
China
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Fig. 2 Word cloud map of research on lactic acid bacteria

and probiotics in breast milk
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Fig. 3 Statistics of lactic acid bacteria isolated and identified from breast milk
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