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Research Progress in Production and Biocontrol of Cyanide in Plant-Based

Fermented Food
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Abstract: During the fermentation of plant-based fermented food, cyanogenic glycosides from plants can be
converted into cyanide, which will cause adverse effects. Therefore, it is of great significance to analyze the
generation and control strategies of cyanide in plant-based fermented food. The accumulation of cyanide can be
controlled by the degradation of cyanide precursors and the enzymatic degradation of cyanide. The author reviews
the sources and control strategies of cyanide in plant-based fermented food and proposes new strategies for
controlling cyanide in plant-based fermented food, aiming to provide references for the research on cyanide
control in fermented food.
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Table 1 Summary of plant-based fermented food products and their ingredients
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Fig. 1 Metabolic pathways of cyanide from three amino acid sources
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Table 2 Sources and products of cyanide-degrading enzymes

e fife ity He U5 Fé i & 74 2% R
Fusarium oxysporum N-10 SIRAEMAY FH T i [58]
Fusarium solani FAG R B S R 4% A AL R Tt i [59]
Neurospora crassa AL R It i [60]
Aspergillus nidulans AL R Tt i [60]
T E Gloeocercospora sorghi AL R Tt i [60]
Gibberella zeae Ao R Tt i [60]
Fusarium solani WS &R % a T em R Tt i [61]
Leptosphaeria maculans AL R Tt i [62]
Aspergillus niger K10 LA R Tt i [63]
Pseudomonas fluorescens NCIMB11764 R EE i PR B R A 2 [64]
N Thermophilic bacillus Dac521 455 R Lk i 0 2 [65]
Pseudomonas fluorescens DSM7155 2-C VAR - Jt Bk S RERFIE [66]
Labrenzia aggregata I8 A S B R AR [67]
Pseudomonas stutzeri AK61 ERia] H I R 2 L68]
_ Bacillus safensis PER-URP-08 A SR S ATk [69]
LR Saccharomyces cerevisiae i iz [70]
Bacillus pumilus C1 FALEN £ [69]
Rhodococcus erythropolis N771 TEE R BT [71]
Ji& K & g Pseudomonas putida NRRL-18668 20)-(4-FHFF)3-HFRT R 20)-4-EAEF3-FRTERE  [72]
Rhodococcus erythropolis A4 EE 7% I i [73]
Klebsiella pneumoniae o R 2 [74]
FAL N 42 Ralstonia sp. i TR £ [74]
Pseudomonas fluorescens NCIMB11764 AL FRAEKEY [75]
Klebsiella pneumoniae T R 2 [74]
Ralstonia sp. T R [74]
Bt A B PR 5B % 7% i ) ,
Thiobacillus thioparus THI112 T R 2 CRIE S0 [76]
Thiobacillus thioparus THI115 Tt R #h FRH AL [76]
EPNEERI BT R REAMR [77]
B T AR T . _
Variovorax boronicumulans CGMCC4969  B-# 3 - T &R S [78]
Azotobacter vinelandii & B FAY BN e [79]
R - .
Klebsiella oxytoca A F Jo [79]
Fusarium oxysporum N-10 FH R T 2 [58]
N Fusarium solani H I 1 ) Lo1]
e K% ST e [80]
Klebsiella oxytoca i [81]
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