TG & a5 N BERE

HIoR, AT, Wed, HROLT

(VLKA i 2= Be, 1195 Jo8) 214122)

WE: BEEm Tl RB LR ARE WML, KERE XV EE T E R 6 E W8 0 4R A
e, —F e m 2 AR AT HE A ARR T R BRI R R A AT RS A SR
HRTEFRBASZHAFARGAAXFLRR,ABTREEX IERRL T RBER AL A
5 BAARME R R ANE K R, A AR ISR T TR o 69 RS — e K e A

KGR : ME D IR IR AR T IR AN A AR R

FE 5% 5:TS201.3;Q935 XEHS :1673-1689(2020)06-0001-09 DOI;10.3969/j.issn. 1673-1689.2020.06.001

Diet, Gut Microbiota and Human Health
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(School of Food Science and Technology, Jiangnan University , Wuxi 214122 , China )

Abstract: Diet is strongly associated with host metabolism and immune system. A number of
studies have indicated that diets significantly affect the structure and function of gut microbiota,
which further influence the physiological status of the host. Dietary strategies for the modulation of
gut microbiota have become an area of ongoing research. This review concludes recent studies on the
impacts of dietary patterns, dietary components and functional dietary supplements on gut microbiota
and host health, aiming to facilitate the development of dietary strategies for gut microbiota
modulation.
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Table 1 Effects of other beneficial dietary patterns on gut microbiota and host health
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Table 2 Mechanisms for the functions of probiotics
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