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Expression and Purification of Zeaxanthin Glycosylase in E. coli

WANG Jingchao, TENG Shouzhen, CHEN Xiupeng, DU Guicai, GUO Qunqgun,

(College of Life Sciences, Qingdao University , Qingdao 266071 , China )

LI Ronggui

Abstract.: Several carotenoids are synthesized by related enzymes in Erwinia uredovora,.
Zeaxanthin diglucoside is synthesized by zeaxanthin glycosylase which was encoded by gene criX. In
this study,crtX of E. uredovora was amplified by PCR and cloned into expression vector. The
recombinant plasmid was then transformed into E. coli BL21 (DE3) to construct the engineering
bacterium. The recombinant zeaxanthin glycosylase was purified by Ni** chelating affinity
chromatography and a DEAE-Sepharose FF ion-exchange chromatography. The purified protein
catalyze the formation of zeaxanthin diglucoside in vitro.
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Fig. 2 Overexpression of zeaxanthin glycosylase in

Escherichia coli

K R ARUE S UDP-1 %6 W5 #9252 0 1A 2R | il I
NS h, GG/ BRI 2 HPLC 2007, 2559 WK
5. ZHbRAESL I EGE R B S i 3 Sk A R
FIREY) TR Wl 1 B = ERE R
BB WG 2 0 T WU 3 ORI I 1 2
], F T H RT3 K B E 8 A0 R A bR v
it A H B TR 00 R A 0 2 1 2 R R K v ]
PEAKER WA XU Ak E AR DR
BIGER  TER AN i FOR BE RN Tk &R

100HEI#RA: 470 nm
E 75
) 50
< 25
0 ——
0 2.5 5.0 7.5 10.0

LB A /min
B3 EXkFEZERERNEILE

Fig. 3 HPLC chromatogram of zeaxanthin standards
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Fig. 5 Zeaxanthin diglucoside assay by HPLC analysis
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