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Abstract. The focus of this review is on the amino acid transport systems in Corynebacterium

glutamicum, including related genes, substrates, characteristics and application of the system to

amino acid production.
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Fig, 1 Three major models providing physiological rea-
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mechanisms in bacteria
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Tab.1 Genes and transporters related to amino acid produc-

tion in Corynebacterium glutamicum : uptake and ex-

cretion systems
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