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Abstract Corynebacterium glutamicum CCTCC M201005 produces a novel polysaccharide-protein
bioflocculant REA-11 consisting of galacturonic acid as the main structure unit. A hypothetical
biosynthetic pathway of REA-11in C. glutamicum CCTCC M201005 was therefore proposed. The
rationality of the biosynthetic pathway was demonstrated by 1 analyzing the response upon addition
of UDP-glucose to the culture medium 2 correlating the activities of several key enzymes involved
in the pathway with the yields of poly-galacturonic acid and 3 detecting the existence of several key
intermediates in the pathway. It was shown that poly-galacturonic acid production UDP-galactose
epimerase activity and UDP-galactose dehydrogenase activity were improved 24% 200% and
50% respectively upon UDP-glucose addition. In addition it was found the activities of UDP-
glucose pyrophosphorylase R?>=0.97  UDP-galactose epimerase R?>=0.75 and UDP-galactose
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dehydrogenase R? = 0. 89 were well correlated with the yields of poly-galacturonic acid when

different sugars were used as a sole carbon source. Furthermore

the key intermediates in the

hypothetical biosynthetic pathway such as UDP-glucose UDP-galactose and UDP-glucuronic acid

were detected in the cell-free extract.
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Tab.1 Poly-galacturonic acid produced by C. glutamicum CCTCC M201005

pg mbL
1 2 3 1 2 3 1 2 3 1 2 3
32.5 284 522 82 302 516 76 290 523 28 96 146
1 2 3 3

5L
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