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Abstract: In order to compare the differences in antimicrobial resistance between different sources
and different pathogenic Vibrio parahaemolyticus ,the antibiotic resistance of 44 V. parahaemolyticus
strains was detected by modified K-B disk method ,and antimicrobial resistance genes (ARGs) were
detected by PCR.The results showed that there were no significant differences in antimicrobial
resistance phenotype between seawater and freshwater shrimp isolates, and the antimicrobial resistant
rates were 100% and 95.5% respectively; However,the multidrug resistance of pathogenic strains
reached 73.7% , significantly higher than that of non-pathogenic strains (16% ).The type and number
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of ARGs between different sources and different pathogenic strains also has no significant

differences. This study provides the basic data for the drug resistance diversity of V.

parahaemolyticus ,and provides relevant help for further study of antimicrobial resistant bacteria risk

assessment.
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Table 1 Information of Vibrio parahaemolyticus strains

RS PR K T ik 3 R PRI S U5

1 B X WF G 7K ) + = ZIREER (RK) + +
2 H AR AT (IR7K) + + - 26 FRBIF (GRK) + = +
3 AR (K) + = = 27 ZIHIE (GR7K) + = +
4 H AR AT (IR7K) + - = 28 B ERBIF (GRIK) + = +
5 H AR AT (IRAK) + - = 29 B RBIF (GRAK) + - +
6 HARIR (%K) + - = 30 P RIBIF (RIK) + - +
7 T RIBEF (GRAK) + = = 31 LEIERIEINCEY ) + = =
8 BET X UR (K ) + - = 32 ZIHEE GE7K) + = =
9 B ERIHIF GRIK) + - = 33 P RIHIF (RIK) + = =
10 BETXTER (K ) + = - 34 P RIBIF (RIK) + = +
11 H A IR (%K) + = = 35 35 IR (PR K ) + = +
12 T RIBHE (EK) + = = 36 LEISRIEINCEY ) + = =
14 ZRIBEE (EK) + - - 37 LEISRIEINC Y] + = =
15 HA IR (%K) + - - 38 FESSPOLINC9) + - -
16 B RIHIE (K ) + — = 39 FESSPOLING9) + - -
17 HZASVHER (3RK) + = = 40 LEISRIEINCEY9) + + =
19 HASVHER (IR7K) + + = 41 LEISRILINCEY ) + + =
20 HZVHER (IR 7K ) + = = 42 LEISRILINCEY ) + + =
21 BE4TXHER (K ) + — + 43 EAERSEINCEY ) + + -
22 B RIHIR (GRIK) + = = 44 HEISPIEING:%9) + + =
23 KRR (KD + = = 45 LEISRIEINCEY ) + + =
24 B RIHEF (RIK) + = + 46 LEIERIEINC Y] + + =
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Table 2 Antibiotics and resistance genes
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Fig. 1 Results of antimicrobial resistance phenotype of
Vibrio parahaemolyticus isolates from freshwater

and seawater shrimp
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AMP 8 0.055
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