EZUT R L. plantarum FS5-5
{EER B8 T RS A e 2

2 - Vo > 1=} = = = 2 b
Lapl2 ETHEHB, BLEP, Kk M, G5 KR
(1. P BAAO R b 2F B A0 YR FH 1108662, VLR K% &8¢ ke L0k o8 214122)

WE . L plantarum FS5-5 L —#k 5 ik B A AE R A BER ¥ A oA AT 4 ey A SLAF A 2B
KA &G AT R e kR, rb#ﬁ;iﬁ_ NaCl R E#% 5 54 0.3 g/dL #9 MRS 3% /& &+ 4
KEMNBAKRTPHOROAFZEALZFRE N ERAN AI6ANAROREGERI L AT AR
T A, it B Bk R B ’Eﬁ'ﬂj‘lﬁl}}ﬁw Ke AP H RAZFARELT R K, 0310
ANEX BB KRG R, A % UDP-N-TBLR A #) 8 48 — A iR 1L B 6-AF B2 3] 2 48 WL 2088 | ¥ Bk
28R R APk B UDP-N- T Bt e BE B 73 R BR -D- 4 282 % 28 W2 A& & ABC #i2 & 9 (&%
RREMERG) KR 5 A B S R B 6-FFB 3 2) ¥ ML A BF Xaa—R & = IkBs; LA
2ANEGA R B0 R G TR, 0 R R BR IR EA BR Ok Bl M BR BRI B, R T IR A S AR
20y 3 M BOR W RRR) B AR R AR R AR

K17 : L. plantarum FS5-5;7% & fi 28 ; 3L hia

RESES.QS51 XEAREE:A XEHS:1673—1689(2016)02—0123—06

Proteomics Research on Salt Response of L. plantarum FS5-5 Grown at
Different NaCl Concentrations Using Two—Dimensional Gel Electrophoresis

WU Rina'*, WANG Qiangian', TANG Xiaoyang', ZHANG Ying', ZOU Tingting', WU Junrui"
(1. College of Food Science, Shenyang Agricultural University, Shenyang 110866 ,China;2. School of Food
Science and Technology, Jiangnan University , Wuxi 214122, China)

Abstract: L. plantarum FSS5-5 ,isolated from traditional home-made fermented soybean in northeast
of China,has been considered as a new salt tolerance bacterium. Proteomics research were carried
out to identify proteins expression of L. plantarum FS5-5 grown at different NaCl concentrations of
0% and 3% in this study. Cytosolic proteins of mid-exponential phase were resolved and further
analyzed by two-dimensional gel electrophoresis. The results showed that sixteen protein spots were
found with statistically significant differences.Twelve of total protein spots were identified as
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WU Rina,et al: Proteomics Research on Salt Response of L. plantarum

FS5-5 Grown at Different NaCl Concentrations Using
Two-Dimensional Gel Electrophoresis

UDP-N-acetylglucosamine

diphosphorylase, glucose-6-phosphate

1-dehydrogenase , UDP-N-

acetylmuramoylalanine-D-glutamate ligase ,adenylosuccinate synthetase,cysteine aminopeptidase,

prophage protein, pyruvate kinase, ABC transporter (iron-sulfur cluster assembly protein) ,bile salt

hydrolase, glutamine synthetase, 6-phosphogluconate dehydrogenase,Xaa-Pro dipeptidase using

matrix-assisted laser desorption /ionization timeof-flight mass spectrometry (MALDI-TOF/MS),

indicating the complex response of lactic acid bacteria to salt stress.
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2 -DE gels of the cytoplasmic proteins of
L. plantarum FS5-5 exposed in MRS medium at

different NaCl concentrations
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