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A Protocol for Screening of &Polylysine Producing Strains
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Abstract: A novel €polylysine produce strain screen protocol was developed in this study based on
the chemical characteristics of €polylysine. Through this three-steps protocol, 42 strains has
been identified as lysine polymer producer, then those polymer structure were analysized by
chemical method, by which confirms that the polymer is linked by ENHz2and  COOH. Among of
them, one strain, 0. 8 g/L. €polylysine was found in fermentation broth, was identified as
Streptomyces padanus by the combination results of physiological and biochemical
characteristics, and 16s rDNA sequence.
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Fig.5 The structure of poly I-lysine produced by acti
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1 L5
Tab.1 Morphological characteristics of L5 on petri dishes

242 A3AE AL LS

2

D) . H2S,

L5
« », L5

Streptomyces padenus
Streptomyces albidus Strepto-
myces albof aciens Streptomyces ak-
bogriseolus
243 16s tDNA 5 FT45 % L5
, L5 DNA,
PCR 16S rDNA ,
, 6 Gen
Bank s L5
16s rDNA 1 478
bp, 6
DNAMAN L5 16s rDNA
16s rDNA
L5
Streptomyces albogriseolus 92 4%,
Streptomyces albof aciens

93 3%,
96 6% ,

Strep tomyces albidus

Strep.tomyces p adenus
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AGTTTGATCCTGGCTCAGGACGAACGCTGGCGGCGTGCTTAACACATGCAAGTCGAAC
GATGAAGCCCTTCGGGGTGGATTAGTGGCGAACGGGTGAGTAACACGTGGGCAATCTG
CCTTGCACTCTGGGACAAGCCCTGGAAACGGGGTCTAATACCGGATATGACCATCTTG

GGCGTCCTTGATGGTGTAAAGCTCCGGCGGTGCAGGATGAGCCCGCGGC CTATCAGCT
TGTTGGTGAGGTAATGGCTCACCAAGGCGACGACGGGTAGCCGGCCTGAGAGGGCGA
CCGGCCACACTGGGACTGAGACACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGA
ATATTGCACAATGGGCGAAAGCCTGATGCAGCGACGCCGCGTGAGGGATGACGGCCTT
CGGGTTGTAAACCTCTTTCAGCAGGGAAGAAGCGAAAGTGACGGTACCTGCAGAAGA
AGCGCCGGCTAACTACGT GCCAGCAGCCGCGGTAATACGTAGGGCGCAAGCGTTGTCC
GGAATTATTGGGCGTAAAGAGCTCGTAGGCGGCTTGTCACGTCGATTGTGAAAGCTCG

GGGCTTAACCCCGAGTCTGCAGTCGATACGGGCTAGCTAGAGTGTGGTAGGGGAGATC
GGAATTCCTGGTGTAGCGGTGAAATGCGCAGATATCAGGAGGAACACCGGTGGCGAA

GGCGGATCTCTGGGCCATTACTGACGCTGAGGAGCGAAAGCGT GGGGAGCGAACAGG
ATTAGATACCCTGGTAGTCCACGCCGTAAACGGTGGGAACTAGGTGTTGGCGACATTCC
ACGTCGTCGGTGCCGCAGCTAACGCATTAAGTTCCCCGCCTGGGGAGTACGGCCGCAA
GGCTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGCGGAGCATGTGGCTTA
ATTCGACGCAACGCGAAGAACCTTACCAAGGCTTGACATACACCGGAAAGCATTAGAG
ATAGTGCCCCCCTTGTGGTCGGTGTACAGGTGGTGCATGGCTGTCGTCAGCTCGTGTCG
TGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTTGTCCCGTGTTGCCAGCAGG
CCCTTGTGGTGCTGGGGACTCACGGGAGACCGCCGGGGTCAACTCGGAGGAAGGTGG
GGACGACGTCAAGTCATCATGCCCCTTATGTCTTGGGCTGCACACGTGCTACAATGGCC
GGTACAATGAGCTGCGATACCGTGAGGCGGAGC GAATCTCAAAAAGCCGGTCTCAGTT
CGGATTGGGGTCTGCAACTCGACCCCATGAAGTCGGAGTCGCTAGTAATCGCAGATCA

GCATTGCTGCGGTGAATACGTTCCCGGGCCTTGTACACACCGCCCGTCACGTCACGAA

AGTCGGTAACACCCGAAGCCGGTGGCCCAACCCCTTGTGGGAGGGAGCTGTCGAAGG
TGGGACCAGCGATTGGGACGAAGTCGTAACAAG

6 L5 16s rDNA
Fig. 6 The 16S rDNA sequence of strain LS
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Dragendorff 1 mmol/L 3

B ? ?

ePL , 0.2~ 0.4 ¢/L,
: . 0.41 g/L,
42 ePL 08¢/L,

, e PL
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